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FIG. 1 

r ^ ^ 

NUCLEOTIDE AND lOi SEQUENCE 

Nucleic acid sequence of Protease T (SEQ.ID.NO. :1) 

GA.CX:ACGGCCCTGCGCCCaiGCCAGGCCTG^^ 

TtXTGCKX^IGCTGTXnriTGG^ 

CCAGGATGCTGAACCG^^TGGTGGGCGGGCAQGACAC^ 

AAGTO^GCATCCAGCGCAACXSGA^ 

GGGTCXn^OSGCTOCXSCaCTGC^^ 

TGCIGGGGGCAAGGCAGCTAGTGCAGCC03GA.CCAC^ 

AGGTGGAGAGO^CCCCCTGTACCAGGGCACGGCC^ 

AGCTGGAGGCACCAGTXSCnnTCACC^^ 

aXSraATCTITGAGACGQGCATGAAC^^ 

i^GACCTCOTXCCGAACDSCGGATCCTGC^^ 

CCAAGTGCAACCTGCTCTACAGCAAAGACACCGA.GTT^^ 

AGAATCACATGCIUIODGCCX3GCTia3AGGAG 

03GGCX3GCCCXX:TOG?K3TGa:^^ 

GGGGTGAGGGCTCTGCODGCCAGAACa^^ 

ACAACTGGATCCATa3GATCATax:CAMC^^ 

AGAAGTG3^CCCCXX3GQGCCAGGAQCCCCTr^^ 

CCCACACCATCCTGCTGGTCCTCCCAGCGCT^^ 

CATTTGTAAATAGOGCrcCITCCICCOT 

CCAATAAAAACCCAGCCTGTGTGCCAGCTG 



>Amino Acid Sequence of Protease T (SEQ.ID.NO.:?) 



MFiRPAAVPr T .T J ,T iCTCSQRAKAATACGRPRMUSlRMVGGQI^ 
GGSLIABQWVLTAAHCFRNrSETSLYQVIJjQ?^LVQPGPHAl^ 
SSAIMUJVELxEAPVPFTOYILPVCLPDPSVIFETGJy^^ 
LAVPIIDTPKCNIiYSKin^ICTQPKITKl^^ 

MjQAGVISWGEGCARQNRPGWIRWAHHNWIIIRIIPKLQFQPAKLGGQK 
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FIG. 2 

Protease T 

Prostasin 

|3-Tryptase 

Trypsinogen-I 

Kal-1 

Chymottypsinogen 
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FUSION PROTEIN 

Nucleic Acid sequence of PFEK-PROTT-HIS fusion protein 
(SEQ.ID.NO. :8) . 



GAATTCACCACCATGGACT^GCTW^GGTT^ 

GTGGTGTCAAATCTACTCITGTGCCAGGGTC 

GTGGA03CX3GCCGCTCITGCKXX:C^ 

GCTCTAGAGGAGGGCGAGTGGCCCTGGCAAGTCAGCATCCAGO^^ 

TGCGGGGGCAGCCrcATCGCGGAGCAGTGGGTCCTGACGGCT^ 

ACCTOTGAGACGTCCCTGTACCAGGTCCTGCTGGGGGCAASGCAGCTAGTGC^^ 

CCACAOGCTATGTATGCCCGGGTGAGGCAGGTGGAGA^ 

GCCTCCAGCGCTGACGTGGCCCTGGTGGAGCTGGAGGCACCAGr^ 

ATCCTCCCCGTGTGCCTGCCTGACCCCTCGGTCATCT^^ 

GTCACTOGCTOGGGCAGCCCCAGT^ 

AAACTCGCTGTGCCCATCATCGACACACCCAAGTGCAACCTCCTC 
GAGTTTOGCTACCAACCCAAAACCATCAAGAATGACATGCTGT^ 
GGCAAGAAGGATGCCTGCAAGGGCGACTCGGGCGGCCCCCTGGTGTGCC^^ 
TCGTGGCBSCAGGCXSGGGGT^ 

GGTGTCTACATCCGTGTCACCGCCCACCACAACTGGATCCATCX3GAr^ 

CAGTTCCAGCCAGCGAGGTTGGGCGGCCAGA^ 

CGGCCGCTTOXTITAGTGAGGGTTAAr^^ 

AGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAAT^^ 

ATGCTATTGCTTTATTTGTAACCATTATAAGCTGCaATAAAC^ 



Amino Acid sequence of PFEK-PROTT-HIS fusion protein 
(SEQ.ID.NO. :9) . 

MDSKGSSQKSRLIIjIIWSNLLIjCQGWSDYKDDDDVDAAAI^^ 

GEWPWQVSIQRNGSHFCGGSLIAEQWVLTAAHCFRNTSETSLYQVIIiGARQLVQPGPHA^ 

YARWQVESNPLYQGTASSAI3VALVEIjEAPVPFTNYIL.PVCDPDPSVIFEI^^ 

GSPSEEDLLPEPRILQKLAVPIIDTPKCNl^YSKDTEFGYQ 

ACKGDSGGPLVCLVGQSWLQAGVISWGEGCARQNRPGVYIR^^^ 

ARLGGQKSRHHHHHH 
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FIG. 5 
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Protease: PFEK-Protease T-HIS 
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FIG. 6 



Protease Activity of Protease T 



H-D-Pro-HHT-Arg-pNA 
H-D-Lys(CBO)-Pro-Arg-pNA 



KWWl H-DL-Val-Leu-Arg-pNA 



0.075 -, 



Specific Activity q qcq 
(nmol pNA/min/ug protein) v-^o" 



0.025 



0.000 



